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Reconstituted cell-free protein synthesis kit

PURF ® Totally constructive, molecular based system
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Reconstituted cell-free protein synthesis kit

PURE frex’

PUREfrex® Synthesis
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E. coli Expression
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) Great Flexibility

from basic research
[ Total: 3-4 days J to industrial applications
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PURF /Crex® -Expression of scFv, Fab and more- S
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https://static-content.springer.com/esm/art%3A10.1038%2Fs41598-018-36691-8/MediaObjects/41598_2018_36691_MOESM1_ESM.pdf
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PURF /:rex® -Broad applications, yet to come!-
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Fujita et al. (2023) ACS Nano. vol.17(4), p.3358.

Wong et al. (2024) bioRxiv https://doi.org/10.1101/2024.03.25.586624.
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https://pubs.acs.org/doi/full/10.1021/acsnano.2c07970
https://academic.oup.com/nar/article/50/6/3535/6543548
https://academic.oup.com/nar/article/50/6/3535/6543548
https://www.biorxiv.org/content/10.1101/2024.03.25.586624v1
https://www.biorxiv.org/content/10.1101/2024.03.25.586624v1
https://www.nature.com/articles/s41467-023-42434-9
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PURF/:I"EX® -Broad applications, yet to come!-

in vitro protein selection technology
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https://www.nature.com/articles/s41586-023-06328-6
https://elifesciences.org/articles/34317
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For reagent use for expression / screening of biologics

https://purefrex.genefrontier.com/

For screening service / collaboration / technology transfer
for generation of new biologics

Takashi Ebihara, Ph.D., COO, GeneFrontier

E-mail: ebihara@qgenefrontier.com
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